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9507093.r   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MTVKTEAARSTLTYSRMRGMVAILIAF~~~~~~~~~~~~~~MKQR~RMGLNDFIQKLANNSYACKHPEVQSYLKIS~~~~~~~~QPQEPELMNANP~~~~~~~~~~~~~~~~SPPPSPSQQINLGPSSNPHAKPSDFHFLKVIGKGSFGKVLLAR 
6755490.m   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MTVKAEAARSTLTYSRMRGMVAILIAF~~~~~~~~~~~~~~MKQR~RMGLNDFIQKIASNTYACKHAEVQSILKMS~~~~~~~~HPQEPELMNANP~~~~~~~~~~~~~~~~SPPPSPSQQINLGPSSNPHAKPSDFHFLKVIGKGSFGKVLLAR 
SGK         ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MTVKTEAAKGTLTYSRMRGMVAILIAF~~~~~~~~~~~~~~MKQR~RMGLNDFIQKIANNSYACKHPEVQSILKIS~~~~~~~~QPQEPELMNANP~~~~~~~~~~~~~~~~SPPPSPSQQINLGPSSNPHAKPSDFHFLKVIGKGSFGKVLLAR 
7305483.m   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MASSPVGVPS~~~~~~~~~~~~~~~~~~PQ~~~~~~~~~~~~~~~~~~~~~~~~~~~PSRANGNINLGPSANPNARPTDFDFLKVIGKGNYGKVLLAK 
27704708.r  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MKPWTQLPSRKRKKKKDMVEETCVP~~~~~~~~~~~~~~KQQPVRLQEQGQDPPPLSNSQSGYHSRAKSPCKEEGRERKRGEKPGEGVYGNTGTILAIRCRSWKTTTMVIGIPSRANGNINLGPSANPNARPTDFDFLKVIGKGNYGKVLLAK 
SGK2        ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MNSSPAGTPS~~~~~~~~~~~~~~~~~~PQ~~~~~~~~~~~~~~~~~~~~~~~~~~~PSRANGNINLGPSANPNAQPTDFDFLKVIGKGNYGKVLLAK 
18959280.m  MQRDCIMDYKESCPSVSIPSSDEHREKKKRFTVYKVLVSVGRSEWFVFRRYAEFDKLYNSLKKQFPAMALKIPAKRIFGDNFDPDFIKQR~RAGLNEFIQNLVRYPELYNHPDVRAFLQMDSP~~RHQSDPSEDEDERSTS~~~~~~~~~~~~~~~~~KPHSTSRNINLGPTGNPHAKPTDFDFLKVIGKGSFGKVLLAK 
SGK3        MQRDHTMDYKESCPSVSIPSSDEHREKKKRFTVYKVLVSVGRSEWFVFRRYAEFDKLYNTLKKQFPAMALKIPAKRIFGDNFDPDFIKQR~RAGLNEFIQNLVRYPELYNHPDVRAFLQMDSP~~KHQSDPSEDEDERSSQ~~~~~~~~~~~~~~~~~KLHSTSQNINLGPSGNPHAKPTDFDFLKVIGKGSFGKVLLAK 
1l3r_E      ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~GNAAAAKKGXEQESVKEFLAK~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~AKEDFLKKWETPSQNTAQLDQFDRIKTLGTGSFGRVMLVK 
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6755490.m   HKAEEVFYAVKVLQKKAILKKKEEKHIMSERNVLLKNVKHPFLVGLHFSFQTADKLYFVLDYINGGELFYHLQRERCFLEPRARFYAAEIASALGYLHSLNIVYRDLKPENILLDSQGHIVLTDFGLCKENIEHNGTTSTFCGTPEYLAPEVLHKQPYDRTVDWWCLGAVLYEMLYGLPPFYSRNTAEMYDNILNKPLQL 
SGK         HKAEEVFYAVKVLQKKAILKKKEEKHIMSERNVLLKNVKHPFLVGLHFSFQTADKLYFVLDYINGGELFYHLQRERCFLEPRARFYAAEIASALGYLHSLNIVYRDLKPENILLDSQGHIVLTDFGLCKENIEHNSTTSTFCGTPEYLAPEVLHKQPYDRTVDWWCLGAVLYEMLYGLPPFYSRNTAEMYDNILNKPLQL 
7305483.m   RKSDGAFYAVKVLQKKSILKNKEQNHIMAERNVLLKNVRHPFLVGLRYSFQTPEKLYFVLDYVNGGELFFHLQRERRFLEPRARFYTAEVASAIGYLHSLNIIYRDLKPENILLDCQGHVVLTDFGLCKECVEPEETTSTFCGTPEYLAPEVLRKEPYDRAVDWWCLGAVLYEMLHGLPPFFNTDVAQMYENILHQPLQI 
27704708.r  RKSDGAFYAVKVLQKKSILKNKEQSHIMAERNVLLKNVRHPFLVGLRYSFQTPEKLYFVLDYVNGG~~~~~~EREHRFLEPRARFYTAEVASAIGYLHSLNIIYRDLKPENILLDCQGHVVLTDFGLCKECVEPEETTSTFCGTPEYLAPEVLRKEPYDRAVDWWCLGAVLYEMLHGLPPFFNTDVAQMYENILHQPLQI 
SGK2        RKSDGAFYAVKVLQKKSILKKKEQSHIMAERSVLLKNVRHPFLVGLRYSFQTPEKLYFVLDYVNGGELFFHLQRERRFLEPRARFYAAEVASAIGYLHSLNIIYRDLKPENILLDCQGHVVLTDFGLCKEGVEPEDTTSTFCGTPEYLAPEVLRKEPYDRAVDWWCLGAVLYEMLHGLPPFYSQDVSQMYENILHQPLQI 
18959280.m  RKLDGKFYAVKVLQKKIVLNRKEQKHIMAERNVLLKNVKHPFLVGLHYSFQTTEKLYFVLDFVNGGELFFHLQRERSFPEPRARFYAAEIASALGYLHSIKIVYRDLKPENILLDSMGHVVLTDFGLCKEGIAISDTTTTFCGTPEYLAPEVIRKQPYDNTVDWWCLGAVLYEMLYGLPPFYCRDVAEMYDNILHKPLNL 
SGK3        RKLDGKFYAVKVLQKKIVLNRKEQKHIMAERNVLLKNVKHPFLVGLHYSFQTTEKLYFVLDFVNGGELFFHLQRERSFPEHRARFYAAEIASALGYLHSIKIVYRDLKPENILLDSVGHVVLTDFGLCKEGIAISDTTTTFCGTPEYLAPEVIRKQPYDNTVDWWCLGAVLYEMLYGLPPFYCRDVAEMYDNILHKPLSL 
1l3r_E      HKESGNHYAMKILDKQKVVKLKQIEHTLNEK~RILQAVNFPFLVKLEFSFKDNSNLYMVMEYVAGGEMFSHLRRIGRFXEPHARFYAAQIVLTFEYLHSLDLIYRDLKPENLLIDQQGYIQVTDFGFAKR~~~VKGRTWXLCGTPEYLAPEIILSKGYNKAVDWWALGVLIYEMAAGYPPFFADQPIQIYEKIVSGKVRF 
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9507093.r   K~NITNSARHLLEGLLQKDRTKRLG~AKDDFMEIKSHIFFSLINWDDLINKKITPPFNPNVSGPSDLRHFDPEFTEEPVPSSIGRSPDSILVTASVKEAAEAFLGFSYAPPMDSFL~~  
6755490.m   KPNITNSARHLLEGLLQKDRTKRLG~AKDDFMEIKSHIFFSLINWDDLINKKITPPFNPNVSGPSDLRHFDPEFTEEPVPSSIGRSPDSILVTASVKEAAEAFLGFSYAPPVDSFL~~  
SGK         KPNITNSARHLLEGLLQKDRTKRLG~AKDDFMEIKSHVFFSLINWDDLINKKITPPFNPNVSGPNELRHFDPEFTEEPVPNSIGKSPDSVLVTASVKEAAEAFLGFSYAPPTDSFL~~  
7305483.m   PGGRTVAACDLLQGLLHKDQRQRLG~SKEDFLDIKNHMFFSPINWDDLYHKRLTPPFNPNVEGPADLKHFDPEFTQEAVSKSIGCTPDTVASSS~~~GASSAFLGFSYAQDDDDILDS  
27704708.r  PGGRTVAACDLLQGLLHKDQRQRLG~SKEDFLDIKNHMFFSPINWDDLYHKRLTPPFNPNVEGPADLKHFDPEFTQEAVSKSIGCTPDTMSSSS~~~GASSAFLGFSYAQDDDDILDS  
SGK2        PGGRTVAACDLLQSLLHKDQRQRLG~SKADFLEIKNHVFFSPINWDDLYHKRLTPPFNPNVTGPADLKHFDPEFTQEAVSKSIGCTPDTVASSS~~~GASSAFLGFSYAPEDDDILDC  
18959280.m  RPGVSLTAWSILEELLEKNRQNRLG~AKEDFLEIQNHPFFESLSWTDLVQKKIPPPFNPNVAGPDDIRNFDAVFTEETVPYSVCVSSDYSIVNASVLEADDAFVGFSYAPPSEDLFL~  
SGK3        RPGVSLTAWSILEELLEKDRQNRLG~AKEDFLEIQNHPFFESLSWADLVQKKIPPPFNPNVAGPDDIRNFDTAFTEETVPYSVCVSSDYSIVNASVLEADDAFVGFSYAPPSEDLFL~  
1l3r_E      PSHFSSDLKDLLRNLLQVDLTKRFGNLKNGVNDIKNHKWFATTDWIAIYQRKVEAPFIPKFKGPGDTSNFD~DYEEEEIRVXIN~~~~~~~~~~~~EKCGKEFTEF~~~~~~~~~~~~  
 


